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We seek candidates with a fresh Bio-engineering PhD degree to apply bioinformatic skills to 
decode RNA modifications using nanopore direct RNA sequencing. RNA is at the forefronts of 
the central dogma, bridging the genetic information between DNA and protein. The human 
transcriptomes are post-transcriptionally modified with various chemical moieties, which 
regulate biology. Dysregulation of RNA modifications is directly linked to human diseases, such 
as cancer and neurodegeneration.  
 
Nanopore direct RNA sequencing is currently the state-of-the-art technology to map RNA 
modifications. Our position is NIH-funded at Thomas Jefferson University, Philadelphia, USA, 
which offers intellectual growth and the potential for long-term stability.  
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https://houlaboratory.com/research 
https://www.jefferson.edu/university/research/researcher/researcher-faculty/hou-laboratory.html 
 
Please send a cover letter, CV, and contact information of three references to: 
 
Ya-Ming Hou 
Professor of Biochemistry and Mol Biology 
Email: ya-ming.hou@jefferson.edu 
Thomas Jefferson University, 233 S. 10th Street, BLSB 220 
Philadelphia, PA 19107, USA 
 
 
 
You can apply to the job by going to our Careers page at; 
 
https://jeffersonhealth.wd5.myworkdayjobs.com/en-US/ThomasJeffersonExternal 
 
Then search REQ-0016808 
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